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The aim of GENETICS is to communicate significant research. To succeed, we must recog 
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readable. For this, we depend heavily on our reviewers, who perform this indispensible service 
without reward. The quality of the journal can be no better than the quality of their efforts. We 
apologize to any reviewer whose name has been inadvertently omitted, and we are sincerely 


grateful to all. 


Baru, D. 
Biro, fi. 
Bryant, S. 


CHAKRAVARTI, A. 


Crow, J. 
Curtsincer, J. 


W. 
DENELL, R. 
Dove, W. F. 


Eangs, W. F. 
Exrman, L. 
R. 
Epstein, H. F. 
Errepe, B. 


Francis, D. 


Granota, D. 
GreseEL, J. T. 
J. H. 
Grinzsure, L. R. 
Goxzn, J. 
Gruirritus, A. J. 
Gromxo, M. 


Hater, J. 
Harvey, W. R. 


Hawrtnorne, D. 


Heprick, P. 
Hu, W. G. 


Hiraizumt, Y. 
Hopper, A. K. 
Horvitz, H. R. 


Jounson, D. L. 


Kapian, N. 
KempuueEs, K. 
N. 
Kipp, K. 
Kiser, G. 


Laurte-AHLBERG, C. 


Lawrence, C. 
Li, W-H. 
Luccuest, J. 
Lyrtte, T. W. 


Markow, T. 
Maurer, R. 
Mayer, T. C. 


McMu M. 


MILteEr, C. 
Moeuvr, J. 


E. 


ReEyYNo_ps, J. 
Ricumonp, R. 
Rippte, D. 
Rosertson, A. 
Rosertson, D. 


RuBENsTEIN, I. 


ScuroepeEr, A. L. 
Suapiro, J. 
Sxoinick, M. H. 
Snyper, T. P. 
SoMERVILLE, R. L. 
Speyer, J. 

Srp, A. M. 
SraLkeEr, H. D. 
Srour, J. T. 
STRATHERN, J. 
Srroseck, C. 


Taytor, C. E. 
Tempteton, A. 
Tuompson, J. 
Toxuyasu, K. T. 
Torrrant, A. 
Turner, B. 


VoELKER, R. A. 


Wae S. G. 
Waxrmoro, B. T. 
Warp, S. 
Wasserman, M. 
Warterson, G. A. 
Waite, M. J. D. 
Wiseman, A. 
Womack, J. 
W: opman, J. 


| 
an 
q . 
i 
| | 
| 
| 
| 
| 
; 


' 
4 
(2 
ies 
4. 
+. 
if 
tal 
iy 
‘ 
' 


Anperson, R. W., 513 
Acer, A. A., 27 


ANanTHAswamy, H. N., 551 


Ayata, F. J., 667, 679 


Brancut, L., 27 
BrrcHer, J. A., 625 
Bouren, B. B., 443 
Boyp, J. B., 607 
BrittNacHeEr, J. G., 719 
Brown, G. G., 124 
Burns, J. A., 639 


Cartson, W. R., 379 
Carson, J. R., 443 
CuHakraporty, R., 495 


CuHarLEsworTH, B., 173, 187 


F., 113 
Cuoo, T. M., 165 
Cuovu, T-S., 379 
Ciccuettt, R., 563 
Crumpacker, D. W., 
Cutortt, J. G., 261, 281 
Cutortt, M. R., 281 


DeFeE M., 11 

Derez, R., 11 

DeLaneg, A. M., 237, 247 
DiFonzo, N., 363 
Duckett, J. G., 261 
Dvorak, J., 391 


Fe_pman, M. W., 475 
Fieuriet, A., 415 
Fuerst, P. A., 495 


E. N., 337 
Gu.sert, D. G., 85 
Go.tno, M. D., 607 


AUTHOR INDEX 
to Volume 97, January—April, 1981 


Green, M. M., 607 
GricuiaTti, T. A., 581 


Hatt, D. H., 1 
Henopren, R. W., 113 
Herman, R. K., 65, 261 
Homes, R. S., 327 

Ho rt, C. E., 513 


Jounson, C. D., 261 
Jounson, F. M., 113 
Jones, E. W., 45 


Kacser, EH., 639 
Karin, S., 457, 475 
Krimpas, C. B., 429 
KRIsHNAPILLAI, V., 495 


Leurer, J., 495 

Lewts, S. E., 113 
Loukas, M., 429 
Loverre, A., 563 


Marmiroit, N., 27 
Matruews, K. A., 95 
Mayo, 0O., 495 
McFartanp, E. C., 337 
McGuire, P. E., 391 
MENEELY, P. M., 65, 261 
Micuent, A., 563 
Misura, N. C., 247 
Morean, A., 113 
Mortimer, R. K., 551 
Mue ter, L. D., 667 


T., 731 
Net, M., 145, 495 


Oscoon, C. J., 607 
Osutma, T., 531 


P. R., 495 
Pueuisr, P. P., 27 


ReEcGIANI, R., 363 
RicuHmonp, R. C., 85 
Roserts, G. T., 113 
Rocter, J. C., 443 
Rose, M. R., 173, 187 
Royte, P., 495 

RussE E. S., 337 
RussE.L, R. L., 261, 281 


SaLAMINI, F., 363 
Scuixp, D., 551 
Suara, R. K., 113 
Suaw, K. E. S., 607 
Simpson, M. V., 125 
D. A. R., 581 
Snyper, R. D., 1 
Soave, R., 363 
Suzux1, D. T., 581 
Sven, J. A., 197, 217 


Tasma, F., 145 
Takano, I., 531 
Tims, G. P., 327 
Tosi¢, M., 679 
Trippa, G., 563 


VeRGINI, Y., 429 

A. M., 27 

von EnRENSTEW, G., 281 
Waterston, R. H., 307 
Youneman, P. J., 513 
Zouros, E., 703 


ZuBENKO, G. S., 45 
Zweipincer, R., 113 


= | 
3 
q 
| 
| 
| 


77 
: 
hes 
te 
4 
4 : 
ak. 
1 
3 


SUBJECT INDEX 
to Volume 97, January—March/April, 1981 


ace-1 mutant, 261, 281 

acetylcholinesterase mutants, 261, 281 
; alcohol dehydrogenase, 625 

aldehyde dehydrogenase, 327 

ascospore lethal mutant, 237 


B chromosomes, maize, 379 
bacteriophage T4, 1 

barley, 165 

2 behavioral isolation, 197, 217 
B-glucoside metabolism, 11 
bge operon, cryptic, 11 


Caenorhabditis elegans, 65, 261, 281, 307 
cell-division-cycle mutants, 551 

ceniriole orientation, spermatids, 95 
chromosome differentiation, wheat, 391 
chromosome 79, mouse, 327 

clustering of genes, 363 

computer simulation, 217 

controlling element, 531 

cytoplasmic isozyme, 327 


density dependence, 679 
density-dependent population growth, 667 
differential viabilities, 415 
an DNA polymorphism, 145 
DNA repair, 607 

dominance, 639 

dosage compensation, 625 

Drosophila, 703 

Drosophila melanogaster, 85, 95, 173, 187, 415, 
. 563, 581, 607, 667, 719 
aa Drosophila pseudoobscura, 679, 719 
Drosophila subobscura, 429 


; effective population number, 731 
ejaculate competition, 85 
electrophoresis, 113 
endomitosis, 551 
Fd enzyme polymorphism, 679 
1 enzyme systems, 639 
| Escherichia coli K12, 11 
esterase-6, 85 
evolution, 679 
evolution of mitochondrial DNA, 125 


fitness, 639 
fitness components, heritability of, 173, 187 


frequency dependence, 679 
fitness estimation, 667 
fitness, male reproductive component, 719 


galactose, 27 

gene expression, regulation in phage T4, 1 

gene family, 353 

genetic variability, 457 an 
genetic variances, 165 

genotype-environment interaction, 443 

growth rate, 443 


haploids, 165 

hidden variability, 429 

homothallism, 531 

homozygosity, 731 

house mouse (Mus musculus) , 327, 337 
hybrid dysgenesis, MR, 95 


IMP1, 27 

inbreeding, 731 

intraspecific mitochondrial DNA 
polymorphisms, 125 


kinetic structure, 639 


lethal mutations, 65 
life-history, quantitative genetics of, 173, 187 
linkage disequilibrium, 429 


maize, 363, 379, 625 

male recombination system, 95 

mating behavior, 703 

mating type, 513 

mating-type differentiation, 531 

meiosis, 45 

meiotic mutant, 563 

Minute mutation, temperature-sensitive, 581 
mitochondrial, 27 

mitochondrial DNA and evolution, 125 
mitochondrial DINA polymorphism, 125 

mot gene, phage T4, 1 

mouse, 113, 327 

mouse, new W alleles, 337 

mouse, W, a pleiotropic gene, 337 % 
multiallelic locus, 475 

mutagen sensitivity, 607 

mutations, 113 


| 


nematodes, 307 

Neurospora, 237 

Neurospora crassa, 247 
nondisjunction, 607 
nondisjunction, B chromosome, 379 
nucleomorph, 145 

nucleon, 145 

nucleotide diversity, 145 


pattern defects, ts Minute mutation, 581 
Physarum polycephalum, 513 
pigmentation, effect of W alleles, 337 
plant breeding, 165 

pleiotropy in the mouse, 337 

ploidy, 551 

polymorphism, 415 

poultry, 443 

premating isolation, 197, 217 
promoter, utilization in phage T4, 1 
protein degradation, 45 

proteinase deficiency, 45 
Pseudomonas aeruginosa, 495 


random drift, 731 

Rattus norvegicus, 125 

Rattus rattus, 125 

recombination values, 165 

ref(2)P locus, 415 

regulatory protein, 11 

reproductive isolation, 197, 217 

restriction analysis, mitochondrial DNA, 125 
restriction enzymes, 145 


Saccharomyces cerevisiae, 27, 45, 551 
segregation distorter, 563 


segregation distortion, mechanism of, 95 
selection, 443, 679 : 
selection on Drosophila life-history, 187 
senescence, evolution of, 173, 187 

sexual isolation, 703 

speciation in Drosophila, 703 

speciation models, 197 

sperm displacement, 85 

spermiogenesis in MR strain, 95 

sib analysis, Drosophila life history, 173 
spore killer mutation, 237 

sporulation, 45 

sterile mutations, 65 

suppression, 65 

suppressors, informational, 307 
suppressors, of r/I in phage T4, 1 


temperature-sensitive Minute mutation, 581 
Tn1, transposition of, 495 

transposition, 531 

Triticum aestinum, 391 


viability systems, 475 
virility component of fitness, 719 


Wallace effect, 197, 217 
wheat, 391 


X-linkage, 731 
yeast, 531 


zein genes, 363 
zygote formation, control of, 513 


| 
ig 
| 
Heb 2 


